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TISSUE FACTOR PATHWAY INHIBITOR
ALDEHYDE DEHYDROGENASE 1, SOLUBLE

HOMO SAPIENS MRNA FOR KIAA0758 PROTEIN

VON WILLEBRAND FACTOR

PLATELET/ENDOTHELIAL CELL ADHESION MOLECULE CD31
MANIC FRINGE DROSOPHILA HOMOLOG

INTERCELLULAR ADHESION MOLECULE 2

REGULATOR OF G-PROTEIN SIGNALLING &
ROSINE KINASE VENOUS MALFORMATIONS
Lin BINDING DOMAIN 2
KINASE SCAFFOLD PROTEIN GRAVIN
22
TYROSINE KINASE WITH IG AND EGF HOMOLOGY DOMAINS
D3
SEQUENCE FROM CLONE 1033810 ON 6P21.2-21.31.
HOMO SAPIENS KDR/FLK-1 PROTEIN

USCULIN ACTIVATED B-CELL FACTOR-1
OLLAGEN, TYPEV, ALPHA 1

71748

MOOTH MUSCLE ACTIN, ALPHA2

RANSGELIN/SM22

MO%TH MUSCLE PROTEIN 22-ALPHA
ICAN

EN, TYPE VI, ALPHA 3
sTEosLAsT SPECIFIC FACTOR 2 OSF-2P1
OLLAGEN, TYPE Iil, ALPH,

OLLAGEN, TYPE I, ALPHA |

OLLAGEN, TYPE I, ALPH,

OLLAGEN, TYPE Il, ALPHA1
OLLAGEN, TYPE Il ALPHA 1
OLLAGEN, TYPI

HY-1 CELL SURFACE AN

IOMO SAPIENS, ALPHA-1 v| coLLAG.EN
OLLAGEN, TYPE VI, ALPH;

OLLAGEN, TYPE VI, ALPHA 1

LI OLLAC

PHA-2 ENTYPE VI
HUMAN METHIONINE SYNTHASE

TROPONIN |, SKELETAL, FAST
MATRIX METALLOPROTEINASE 14
LAMININ, GAM
ANNEXIN VIl
EST SIMILAR TO ATAXIA-TELANGIECTASIA D PROTEIN
KERATIN 17

KERATIN 17

ESTS, HIGHLY SIMILAR TO KERATIN K5
ATIN 5

ESTS, HIGHLY SIMILAR TO KERATIN K5

BULLOUS PEMPHIGOID ANTIGEN 1

5100 CALCIUM-| BINDING PROTEIN A2

INTEGRIN, BETA

INTEGRIN, BETA 4

LAMININ, ALPHA 3

COLLAGEN, TYPE XVII, ALPHA 1

BASONUCLIN

OBULIN GAMMA 3 GM MARKER
TIMULATING FACTOR 1 MACROPHAGE
HIL C

Y
Ol
UNOK Ul LAMBDA LIKE POLVPEPTIDE 2
0
0

ULIN LAMBDA LIGHT Cl
ULIN LAMBDA LIGHT CHAIN
ULIN LAMBDA LIGHT CHAIN

1G J CH
LOBULIN J CHAIN

1G J CH

S Il, DQ BETA 1

IMMUNOGLOBULIN MU

EARLY DEVELOPMENT REGULATOR 2

MAX-INTERACTING PROTEIN 1

MESENCHYME HOMEO BOX 1

INSULIN-LIKE GROWTH FACTOR 1 SOMATOMEDIN C

CYCLIN-DEPENDENT KINASE INHIBITOR 1C P57, KIP2

FATTY ACID BINDING PROTEIN 4, ADIPOCYTE

AT
OUR Al DOMAINS 1

OHOI DEHVDHOGENASE 2 CLASS I, BETA
JAPORIN 7

48453
LIPOPROTEIN LIPASE
GLYCEROL-3-PHOSPHATE DEHYDROGENASE 1
RETINOL-! EINDING PROTEIN 4,INTERSTITIAL
INT GHIN, ALPH,

P 'HOLE!
Q AP%RINot CHANNEL FORMING INTEGRAL PROTEIN
LIPC
s LL INDUCIBLE CVTOKINE SUBFAMILY A CYS-CYS
PPAR, GAMM,
ENDOTHELIN RECEPTOR TYPE B

ESTS SIMILARTO 11! ALU SUBFAMILY SX WARNING
CHITINASE 1

53341

SMALL INDUCIBLE CYTOKINE SUBFAMILY A, MEMBER 18
FOLYLPOLYGLUTAMATE SYNTHASE

LYSOZYME RENAL AMYLOIDOSIS

LYSOZYME RENAL AMYLOIDOSIS

AP-2 ALPHA ACTIVATING ENHANCER-BINDING PROTEIN 2
LIPASE A, LYSOSOMAL ACID

CD68 ANTIGEN

ACID PHOSPHATASE 5, TARTRATE RESISTANT

FC FRAGMENT OF IGE, HIGH AFFINITY |, RECEPTOR FOR
CATHEPSIN Z

INTERLEUKIN 10 RECEPTOR, ALPHA|
INTEGRIN, ALPHA L, CD11A

742143
T-CELL RECEPTOR, BETA CLUSTER
80186

T-CELL RECEPTOR, DELTA V,D,J.C
ESTS SIMILAR TO S-ACYL FATTY ACID SUNTHETASE
LYMPHOCYTE-SPECIFIC PROTEIN TYROSINE KINASE
CD3D ANTIGEN, DELTA
CD3G ANTIGEN, GAMMA
DP-2 E2F DIMERIZATION PARTNER 2
HUMAN ENDOGENOUS RETROVIRUS ENVELOPE PL1
x Box BINDING PROTEIN 1

TOCYTE NUCLEAR FACTOR 3, ALPHA
GATA BINDING PROTEIN

ESTROGEN RECEPTOR i
>16 >8 >6 >4 >2 >4 >6 >8 >16 ANNEXIN XXX
ANNEXIN 3000




