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MITOTIC GRADE
HOMO SAPIENS CLONE 24636
CDC6 CELL DIVISION CYCLE 6, S. CEREVISIAE HOMOLOG
ESTS, HIGHLY SIMILAR TO TAT BINDING PROTEIN 7, TBP-7
HOMO SAPIENS MRNA; CDNA DKFZP547C0410 FROM CLONE DKFZP547C0410
HOMO SAPIENS PESCADILLO MRNA, COMPLETE CDS
KALLIKREIN 3, PROSTATE SPECIFIC ANTIGEN
ESTS SIMILAR TO 6-PHOSPHOGLUCONATE DEHYDROGENASE
NUCLEOPHOSMIN NUCLEOLAR PHOSPHOPROTEIN B23, NUMATRIN
E2F TRANSCRIPTION FACTOR 3
GAMMA-GLUTAMYL HYDROLASE CONJUGASE
CENTROMERE PROTEIN E 312KD
KIAA0042 GENE PRODUCT
CYCLIN B1
CELL DIVISION CYCLE 25C
PROTEASOME PROSOME, MACROPAIN 26S SUBUNIT, NON-ATPASE, 12
HUMAN CLONE 23799 MRNA SEQUENCE
HOMO SAPIENS CLONE 24703 BETA-TUBULIN MRNA, COMPLETE CDS
METHYLENE TETRAHYDROFOLATE DEHYDROGENASE NAD+ DEPENDENT
430186
MUTT E. COLI HUMAN HOMOLOG 8-OXO-7,8-DIHYDROGUANOSINE TRIPHOSPHATASE
RIBONUCLEOTIDE REDUCTASE M1 POLYPEPTIDE
HIGH-MOBILITY GROUP NONHISTONE CHROMOSOMAL PROTEIN 2
HOMO SAPIENS CLONE 24782 UNKNOWN MRNA
126449
APOPTOSIS INHIBITOR 4 SURVIVIN
CTP SYNTHASE
BYSTIN-LIKE
258761
PLASMINOGEN
KIAA0101 GENE PRODUCT
CHK1 CHECKPOINT, S.POMBE HOMOLOG
TOPOISOMERASE DNA II ALPHA 170KD
KIAA0008 GENE PRODUCT
ANTIGEN IDENTIFIED BY MONOCLONAL ANTIBODY KI-67
TISSUE INHIBITOR OF METALLOPROTEINASE 1
ESTS, HIGHLY SIMILAR TO TOPOISOMERASE II ALPHA 
TRAF INTERACTING PROTEIN
HOMO SAPIENS MRNA; CDNA DKFZP434F222 FROM CLONE DKFZP434F222
MINICHROMOSOME MAINTENANCE DEFICIENT S. CEREVISIAE 3
KIAA0166 GENE PRODUCT
NUCLEAR AUTOANTIGENIC SPERM PROTEIN HISTONE-BINDING
DEAD/H ASP-GLU-ALA-ASP/HIS BOX POLYPEPTIDE 11 S.CEREVISIAE CHL1-LIKE HELICASE
DEAD/H ASP-GLU-ALA-ASP/HIS BOX POLYPEPTIDE 11 S.CEREVISIAE CHL1-LIKE HELICASE
MINICHROMOSOME MAINTENANCE DEFICIENT MIS5, S. POMBE 6
DNA CYTOSINE-5--METHYLTRANSFERASE 1
ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY J WARNING ENTRY !!!! [H.SAPIENS]
ENHANCER OF ZESTE DROSOPHILA HOMOLOG 2
REPLICATION FACTOR C ACTIVATOR 1 4 37KD
V-MYB AVIAN MYELOBLASTOSIS VIRAL ONCOGENE HOMOLOG-LIKE 2
RIBONUCLEOTIDE REDUCTASE M2 POLYPEPTIDE
CDC28 PROTEIN KINASE 2
CDC28 PROTEIN KINASE 2
PITUITARY TUMOR-TRANSFORMING 1
HUMAN UBIQUITIN CARRIER PROTEIN E2-EPF MRNA, COMPLETE CDS
ESTS, HIGHLY SIMILAR TO MITOTIC KINESIN-LIKE PROTEIN-1 [H.SAPIENS]
TROPHININ-ASSISTING PROTEIN TASTIN
CELL DIVISION CYCLE 20, S.CEREVISIAE HOMOLOG
HOMO SAPIENS MRNA FOR KIAA0788 PROTEIN, PARTIAL CDS
HOMO SAPIENS HPV16 E1 PROTEIN BINDING PROTEIN
CENTROMERE PROTEIN F 350/400KD, MITOSIN
782283
POLYMYOSITIS/SCLERODERMA AUTOANTIGEN 1 75KD
CYCLIN A2
HOMO SAPIENS MRNA FOR CDC2 DELTA T
PROTEIN KINASE MITOGEN- ACTIVATED 13
POLO DROSOPHIA-LIKE KINASE
HUMAN MRNA FOR KIAA0074 GENE, PARTIAL CDS
BUDDING UNINHIBITED BY BENZIMIDAZOLES 1 YEAST HOMOLOG hBUB1
MINICHROMOSOME MAINTENANCE DEFICIENT S. CEREVISIAE 4
FLAP STRUCTURE-SPECIFIC ENDONUCLEASE 1
236142
FORKHEAD DROSOPHILA-LIKE 16
SERINE/THREONINE KINASE 15
SMALL NUCLEAR RIBONUCLEOPROTEIN POLYPEPTIDES B AND B1
PROLIFERATING CELL NUCLEAR ANTIGEN
PROLIFERATING CELL NUCLEAR ANTIGEN
CALMODULIN 1 PHOSPHORYLASE KINASE, DELTA
NON-METASTATIC CELLS 1, PROTEIN NM23A EXPRESSED IN
HUMAN MRNA FOR KIAA0098 GENE, PARTIAL CDS
PROLIFERATION-ASSOCIATED 2G4, 38KD
URACIL-DNA GLYCOSYLASE
MULTIFUNCTIONAL POLYPEPTIDE SIMILAR TO SAICAR SYNTHETASE
ESTS, WEAKLY SIMILAR TO !!!! ALU SUBFAMILY J WARNING ENTRY !!!!
TYROSINE- AND THREONINE-SPECIFIC CDC2-INHIBITORY KINASE
292933
DIHYDROFOLATE REDUCTASE
244205
PRIMASE, POLYPEPTIDE 1
KIAA0159 GENE PRODUCT
LAMIN B2
THYMIDYLATE SYNTHASE
MCM5/CDC46 HOMOLOG
CDC7 CELL DIVISION CYCLE 7, S. CEREVISIAE, HOMOLOG-LIKE 1
EUKARYOTIC TRANSLATION ELONGATION FACTOR 1 EPSILON 1
TRANSLIN
HYALURONAN-MEDIATED MOTILITY RECEPTOR RHAMM
CYCLIN F
ESTS, HIGHLY SIMILAR TO TOPOISOMERASE II ALPHA
CYCLIN E1
TRANSCRIPTION FACTOR COUP 2 CHICKEN OVALBUMIN UPSTREAM PROMOTER 2
TYROSYL-TRNA SYNTHETASE
HOMO SAPIENS EXPORTIN T MRNA, COMPLETE CDS
ORIGIN RECOGNITION COMPLEX, SUBUNIT 1 YEAST HOMOLOG-LIKE
MAD2 MITOTIC ARREST DEFICIENT, YEAST, HOMOLOG-LIKE 1
HOMO SAPIENS DNA FOR APOER2
SMALL NUCLEAR RIBONUCLEOPROTEIN POLYPEPTIDE B’’
770898
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Supplementary Information Figure 5 - Proliferation cluster


