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ERBB2 AA480116 
ESTs T57034 
KIAA0130 N54470 
ERBB2 AA443351 
steroidogenic acute regulatory protein related AA504615 
GRB7 H53702 
TGFB1-induced anti-apoptotic factor 1 AA446222 
TNF receptor-associated factor 4 AA598826 
flotillin 2 R72913 
hypothetical protein FLJ10700 W81185 
SWI/SNF related, subfamily e, member 1 W51779 

putative G protein-coupled receptor H50224 
acyl-Coenzyme A dehydrogenase H95792 
estrogen receptor 1 AA291749 
trefoil factor 3 intestinal N74131 
GATA-binding protein 3 H72474 
GATA-binding protein 3 R31441 
X-box binding protein 1 W90128 
hepatocyte nuclear factor 3, alpha T74639 
lymphoid nuclear protein related to AF4 H99588 
LIV-1 protein, estrogen regulated H29315 
ESTs AA029948 
hypothetical protein FLJ11280 N54608 
N-acetyltransferase 1 arylamine R91802 
myosin VI AA625890 
myosin VI AA030004 

SRY sex-determining region Y-box 9 AA400464 
UDP-N-acetyl-alpha-D-galactosamine H13688 
ESTs W93120 
cadherin 3, P-cadherin placental AA425217 
laminin, gamma 2 nicein AA677534 
small inducible cytokine subfamily D R66139 
ATDC AA055485 
keratin 17 AA026642 
keratin 5 W72110 
troponin I, skeletal, fast AA181334 
chitinase 3-like 2 AA668821 
secretory protease inhibitor antileukoproteinase AA026264 
nuclear factor I/B W87528 
ESTs AI304356 
transforming growth factor, beta 2 N48082 
calpain-like protease AA457238 
dystrophin muscular dystrophy 
fatty acid binding protein 7, brain W72051 
GRO1 oncogene, alpha W42723 

CD36 antigen collagen type I receptor N39161 
CD36 antigen collagen type I receptor R09416 
glutathione peroxidase 3 plasma AA664180 
glycerol-3-phosphate dehydrogenase 1 AA192547 
lipoprotein lipase AA633835 
ESTs T62068 
four and a half LIM domains 1 AA455925 
retinol-binding protein 4, interstitial T72076 
vascular adhesion protein 1 AA036974 
integrin, alpha 7 AA055979 
alcohol dehydrogenase 2 class I, beta N93428 
MY047 protein T62031 
aquaporin 7 H27752 
30 kDa protein AA088748 

EST AA010188 
transferrin receptor p90, CD71 N21329 
v-myb oncogene homolog-like 2 AA456878 
kinesin-like 5 mitotic kinesin-like protein 1 AA452513 
putative integral membrane transporter AA600214 
putative integral membrane transporter AA033947 
gamma-glutamyl hydrolase conjugase AA455800 
hypothetical protein FLJ10511 AA115275 
nuclease sensitive element binding protein 1 AA599175 
nucleolar protein p40 T74979 
tryptophan 5-monooxygenase activation protein AA609598 
squalene epoxidase R01118 

ERBB2+Basal-like Luminal 
Subtype C

Normal 
Breast-like

Luminal 
Subtype A

Luminal 
Subtype B

Figure 1


