
peripheral myelin protein 22 R26732 
uracil-DNA glycosylase 2 AA425900 
vasoactive intestinal peptide receptor 1 H73241 
lysosomal-associated membrane protein 1 H28973 
ESTs T48411 
ESTs AA431796 
CGI-43 protein N52554 
splicing factor similar to dnaJ T60163 
ESTs W86987 
neuropeptide Y receptor Y1 R19478 
hypothetical protein DKFZp761F2014 H21039 
insulin-like growth factor binding protein 2 36kD H78560 
cyclin D1 PRAD1: parathyroid adenomatosis 1 AA487486 
ESTs, Moderately similar to I59372 cadherin 12 - human� [H.sapiens] AA418564 
BTG family, member 2 H69582 
B-cell CLL/lymphoma 2 W61100 
prostate cancer overexpressed gene 1 T64312 
low density lipoprotein-related protein 2 R75977 
cystatin C amyloid angiopathy and cerebral hemorrhage AA599177 
hypothetical protein FLJ11280 N54608 
ESTs AA029948 
CGI-43 protein AA136692 
fatty acid amide hydrolase AA431988 
methylmalonate-semialdehyde dehydrogenase AA460298 
hypothetical protein FLJ10980 N45467 
ESTs AA028171 
islet cell autoantigen 1 69kD AA482169 
hypothetical protein FLJ20605 T63490 
ESTs, Moderately similar to K02E10.2 [C.elegans] T62552 
cell division cycle 4-like AA041400 
putative G protein-coupled receptor H50224 
AD021 protein N95180 
N-acetyltransferase 1 arylamine N-acetyltransferase R91802 
N-acetyltransferase 1 arylamine N-acetyltransferase T67128 
LIV-1 protein, estrogen regulated H29315 
lymphoid nuclear protein related to AF4 H99588 
acyl-Coenzyme A dehydrogenase, short/branched chain H95792 
Homo sapiens mRNA; cDNA DKFZp434N2412 from clone DKFZp434N2412 AA428477 
Homo sapiens J domain containing protein 1 isoform a JDP1 mRNA, complete cds T95267 
estrogen receptor 1 AA291749 
GATA-binding protein 3 H72474 
GATA-binding protein 3 R31441 
X-box binding protein 1 W90128 
hepatocyte nuclear factor 3, alpha T74639 
trefoil factor 3 intestinal N74131 
estrogen receptor 1 AA164585 
endothelin 1 H11003 
ESTs, Weakly similar to RRA2_HUMAN RAS-RELATED PROTEIN R-RAS2 [H.sapiens] AA131239 
retinoic acid receptor responder tazarotene induced 3 W47350 
ESTs W32933 
angiotensin receptor 1 H66070 
cytochrome P450, subfamily IIA phenobarbital-inducible, polypeptide 7 T72259 
calcium channel, voltage-dependent, alpha 2/delta subunit 2 N53512 
ESTs H22853 
activated p21cdc42Hs kinase AA427891 
adipose specific 2 AA478298 
EGF-like-domain, multiple 2 H39187 
chemokine C-X3-C receptor 1 N51278 
KIAA1538 protein AA284243 
Fc fragment of IgG binding protein R52030 
ESTs AA009592 
sialyltransferase AA497051 
Homo sapiens mRNA; cDNA DKFZp762M127 from clone DKFZp762M127 W93688 
hepsin transmembrane protease, serine 1 H62162 
ESTs N52136 
tetranectin plasminogen-binding protein W73889 
Homo sapiens mRNA; cDNA DKFZp564O2364 from clone DKFZp564O2364 W90240 
cystatin A stefin A W72207 
keratin 4 AA629189 
tight junction protein 2 zona occludens 2 W31391 
protein tyrosine phosphatase, non-receptor type 14 AA130874 
FAT tumor suppressor Drosophila homolog AA159194 
hypothetical protein FLJ20481 N32611 
ESTs T83209 
intercellular adhesion molecule 2 R21535 
cytochrome P450, subfamily IIJ arachidonic acid epoxygenase polypeptide 2 H09076 
cellular retinoic acid-binding protein 1 AA421217 
cellular retinoic acid-binding protein 1 AA454702 
inositol 1,4,5-triphosphate receptor, type 3 AA701976 
a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 AA057170 
EphB6 AA609284 
aldehyde dehydrogenase 6 AA455235 
metallothionein 1L N80129 
GRO1 oncogene melanoma growth stimulating activity, alpha W42723 
epidermal growth factor receptor avian erythroblastic leukemia viral v-erb-b oncogene homolog AA234715 
gamma-aminobutyric acid GABA A receptor, epsilon H63532 
ESTs, Weakly similar to PHA1_HUMAN POTENT HEAT-STABLE PROTEIN PHOSPHATASE 2A INHIBITOR I1PP2A [H.sapiens] AA130595 
glycine dehydrogenase decarboxylating; glycine decarboxylase, glycine cleavage system protein P N58494 
glutathione S-transferase pi R33642 
syndecan 2 heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan AA122056 
Homo sapiens BRI3 mRNA, complete cds AA034213 
protein tyrosine phosphatase, receptor type, K R78776 
LBP protein 32 R63971 
Homo sapiens clone 24859 mRNA sequence AA122021 
myosin IC AA029956 
prion protein p27-30 Creutzfeld-Jakob disease, Gerstmann-Strausler-Scheinker syndrome, fatal familial insomnia AA455969 
fatty acid binding protein 7, brain W72051 
chitinase 3-like 1 cartilage glycoprotein-39 AA434048 
nuclear factor I/B W87528 
chitinase 3-like 2 AA668821 
secretory leukocyte protease inhibitor antileukoproteinase AA026264 
laminin, gamma 2 nicein 100kD, kalinin 105kD, BM600 100kD, Herlitz junctional epidermolysis bullosa AA677534 
troponin I, skeletal, fast AA181334 
forkhead box C1 N22552 
milk fat globule-EGF factor 8 protein AA448941 
keratin 5 epidermolysis bullosa simplex, Dowling-Meara/Kobner/Weber-Cockayne types W72110 
small inducible cytokine subfamily D Cys-X3-Cys, member 1 fractalkine, neurotactin R66139 
annexin A8 AA252968 
ataxia-telangiectasia group D-associated protein AA055485 
keratin 17 AA026642 
keratin 5 epidermolysis bullosa simplex, Dowling-Meara/Kobner/Weber-Cockayne types AA160507 
secreted frizzled-related protein 1 AA002243 
matrix metalloproteinase 7 matrilysin, uterine AA031513 
ESTs AA074677 
ESTs W86504 
pleiomorphic adenoma gene-like 1 AA463204 
KIAA0173 gene product AA682815 
ESTs, Highly similar to AF241831_1 intracellular hyaluronan-binding protein [H.sapiens] AA043551 
carboxypeptidase A3 AA016234 
moesin R22977 
latrophilin W74533 
S100 calcium-binding protein A2 AA458884 
lectin, galactoside-binding, soluble, 7 galectin 7 W72436 
ADP-ribosylation factor-like 7 N35301 
ESTs AA443302 
ras homolog gene family, member E W86282 
Alu-binding protein with zinc finger domain W88570 
integrin, beta 4 AA485668 
adenosine A2b receptor AA055349 
neuregulin 1 R72075 
preferentially expressed antigen in melanoma AA598817 
mesothelin AA488406 
delta-6 fatty acid desaturase R09913 
N-myc downstream regulated AA486403 
ceruloplasmin ferroxidase H86554 
apolipoprotein E receptor 2 W78784 
Pirin H69334 
minichromosome maintenance deficient S. cerevisiae 3 AA455786 
procollagen-lysine, 2-oxoglutarate 5-dioxygenase lysine hydroxylase, Ehlers-Danlos syndrome type VI AA476240 
thioredoxin reductase 1 AA453335 
ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY� [H.sapiens] AA401234 
potassium channel, subfamily K, member 1 TWIK-1 N62620 
ladinin 1 T97710 
cell division cycle 25B H14343 
ESTs AA485369 
orosomucoid 1 AA700876 
Homo sapiens mRNA; cDNA DKFZp564J142 from clone DKFZp564J142 N75017 
ERO1 S. cerevisiae-like AA186803 
signal transducer and activator of transcription 4 R91570 
S100 calcium-binding protein A8 calgranulin A AA086471 
kynureninase L-kynurenine hydrolase H87471 
coronin, actin-binding protein, 1C AA126947 
chemokine C-C motif receptor 1 AA036881 
centromere protein F 350/400kD, mitosin T87341 
budding uninhibited by benzimidazoles 1 yeast homolog AA430092 
natural killer cell transcript 4 AA458965 
gelsolin amyloidosis, Finnish type R78490 
coatomer protein complex, subunit beta 2 beta prime N62924 
interferon, gamma-inducible protein 30 AA630800 
cathepsin S AA236164 
leukocyte immunoglobulin-like receptor, subfamily B with TM and ITIM domains, member 1 N63943 
plasminogen activator, urokinase receptor AA454879 
plasminogen activator, urokinase receptor AA147962 
cystatin B stefin B H22919 
BTG family, member 3 N52496 
phosphofructokinase, platelet AA608558 
cell division cycle 25B AA448659 
chromosome condensation-related SMC-associated protein 1 AA668256 
translin AA460927 
ribonucleotide reductase M2 polypeptide AA187351 
hypothetical protein FLJ20624 R92227 
E2F transcription factor 1 H61303 
mitogen-activated protein kinase 13 AA157499 
kinesin-like 2 N69491 
gamma-glutamyl hydrolase conjugase, folylpolygammaglutamyl hydrolase AA455800 
hypothetical protein FLJ11252 N30185 
high-mobility group nonhistone chromosomal protein isoforms I and Y AA448261 
serine/threonine kinase 15 R11407 
KIAA0074 protein N54344 
minichromosome maintenance deficient S. cerevisiae 4 AA488610 
enhancer of zeste Drosophila homolog 2 AA430744 
lamin B2 AA456868 
trophinin associated protein tastin H94949 
ubiquitin carrier protein AA464019 
pituitary tumor-transforming 1 AA430032 
v-myb avian myeloblastosis viral oncogene homolog-like 2 AA456878 
CDC20 cell division cycle 20, S. cerevisiae, homolog AA598776 
thyroid hormone receptor interactor 13 AA630784 
karyopherin alpha 2 RAG cohort 1, importin alpha 1 AA676460 
centromere protein F 350/400kD, mitosin AA701455 
polo Drosophia-like kinase AA629262 
kinesin-like 5 mitotic kinesin-like protein 1 AA452513 
solute carrier family 7 cationic amino acid transporter, y+ system, member 5 AA419176 
minichromosome maintenance deficient mis5, S. pombe 6 AA663995 
cyclin E1 T54121 
forkhead box M1 AA129552 
centromere protein E 312kD AA402431 
cyclin A2 AA608568 
KIAA0008 gene product W93717 
transferrin receptor p90, CD71 N21329 
Homo sapiens mRNA; cDNA DKFZp434B0425 from clone DKFZp434B0425 AA010188 
putative integral membrane transporter AA033947 
putative integral membrane transporter AA600214 
proliferating cell nuclear antigen H05891 
nudix nucleoside diphosphate linked moiety X-type motif 1 AA443998 
cell division cycle 25C W95000 
hyaluronan-mediated motility receptor RHAMM R10284 
adipose differentiation-related protein AA700054 
thyroid hormone receptor interactor 8 AA425205 
S-adenosylmethionine decarboxylase 1 AA425692 
chaperonin containing TCP1, subunit 4 delta T98634 
tubulin, beta polypeptide AA427899 
DKFZP564M2423 protein AA486624 
branched chain keto acid dehydrogenase E1, alpha polypeptide maple syrup urine disease AA477297 
minichromosome maintenance deficient S. cerevisiae 5 cell division cycle 46 AA075920 
pescadillo zebrafish homolog 1, containing BRCT domain R13806 
hypothetical protein FLJ10337 AA158252 
S100 calcium-binding protein A11 calgizzarin AA464731 
keratin 7 AA485959 
a disintegrin and metalloproteinase domain 9 meltrin gamma H59230 
syndecan 1 AA074511 
T60075 
cytochrome P450, subfamily I dioxin-inducible, polypeptide 1 glaucoma 3, primary infantile AA448157 
superoxide dismutase 2, mitochondrial AA487750 
superoxide dismutase 2, mitochondrial T60269 
diubiquitin N33920 
cytochrome P450, subfamily I dioxin-inducible, polypeptide 1 glaucoma 3, primary infantile AA029776 
small inducible cytokine subfamily A Cys-Cys, member 13 T64134 
ESTs AA425352 
small inducible cytokine A2 monocyte chemotactic protein 1, homologous to mouse Sig-je AA425102 
small inducible cytokine subfamily A Cys-Cys, member 18, pulmonary and activation-regulated AA425047 
folylpolyglutamate synthase R44864 
thymosin, beta, identified in neuroblastoma cells N91887 
suppression of tumorigenicity 14 colon carcinoma, matriptase, epithin AA489246 
junctional adhesion molecule R81173 
claudin 4 AA506754 
protein disulfide isomerase related protein calcium-binding protein, intestinal-related N59626 
inhibitor of DNA binding 3, dominant negative helix-loop-helix protein AA482119 
transforming growth factor, beta-induced, 68kD AA633901 
complement component 1, r subcomponent T69603 
nicotinamide N-methyltransferase T72089 
ATP-binding cassette, sub-family C CFTR/MRP, member 2 R91502 
mitogen-activated protein kinase 6 AA603152 
hyaluronoglucosaminidase 1 AA464196 
DNA segment on chromosome X and Y unique 155 expressed sequence AA496863 
forkhead box D1 AA069132 
microsomal glutathione S-transferase 1 AA495935 
sialyltransferase 8 alpha-N-acetylneuraminate: alpha-2,8-sialytransferase, GD3 synthase A AA169183 
major histocompatibility complex, class II, DN alpha AA702254 
ESTs, Weakly similar to WDNM_RAT WDNM1 PROTEIN PRECURSOR� [R.norvegicus] AA149250 
CD24 antigen small cell lung carcinoma cluster 4 antigen H59915 
phosphatidylinositol-4-phosphate 5-kinase, type I, beta R39069 
aldo-keto reductase family 1, member C1 dihydrodiol dehydrogenase 1; 20-alpha 3-alpha-hydroxysteroid dehydrogenase R93124 
phosphoinositide-3-kinase, regulatory subunit, polypeptide 1 p85 alpha R54049 
solute carrier family 34 sodium phosphate, member 2 AA459296 
calpain-like protease AA457238 
ESTs, Weakly similar to PZP_HUMAN PREGNANCY ZONE PROTEIN PRECURSOR� [H.sapiens] AA600184 
met proto-oncogene hepatocyte growth factor receptor AA411642 
coagulation factor II thrombin T62075 
interleukin 1, beta AA150507 
adducin 2 beta AA019418 
protein kinase C, alpha AA029890 
steroidogenic acute regulatory protein related AA504615 

1:1 >2 >4 >6 >8>2>4>6>8

78 Single Tumor Specimens, 3 Fibroadenomas
and 4 Normal Breast Samples Clustered

using the SAM264 Gene Set
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